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Figure 5.4 A hidden Markov model derived from the small alignment
shown in Figure 5.3 using Laplace’s rule. Emission probabilities are shown
as bars opposite the different amino acids for each match state, and tran-
sition probabilities are indicated by the thickness of the lines. The 1 — 1
transition probabilities times 100 are shown in the insert states. (Figure
generated automatically using the SAM package.)




